(A) DOX was added to induce endogenous SAE2 knockdown and exogenous SAE2-GFP expression for 5 days, and c-Myc, SAE2 and global SUMO2/3 conjugated protein levels were detected using western blot. GAPDH was detected as the loading control. (B) The levels of miR-34b and miR-34c (lef) or the expression of MYC and MET genes (right) were detected using qRT-PCR and then normalized against RNU6B or GAPDH, respec[vely, from the same samples. All results shown in B and C are mean ± STDEV from three independent experiments. Sta[s[cal differences of data were analyzed using one-way ANOVA and p< Figure S9 . AddiTonal examples of staTsTcally significant correlaTon of the expression of SAE2 (UBA2) or UBA2I (UBC9) with miR-34 target genes from analysis of other publically available datasets using cBioportal.
